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Background
. Metastatic relapse can occur in dormant tumors. This has We hypothesize that metastasis-initiating cells reside within specific niches that support their survival and self-renewal . Examining the niches of the cancer cells helps us
been observed in many different cancers, including Breast capacity. Moreover, the dormant and metastatic cells might have a distinct niche and stromal cell subsets that regulate identify the differences in dormant cells and

cancer. metastasis.

« Such metastasis can occur due to rare subclones, a.k.a. cells
from the primary tumors that diverge due to differences in
mutations [1,2,3].

« New micro-metastases are more prone to attacks from the

metastatic cells surrounding growth conditions.

« Our data suggest the possibility of metastatic cells
evading the immune system by building a niche that
activates specific signaling pathways that allow for
immune evasion and immunosuppression.
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and therapeutics to treat cancer.

Figure 3. Single cell sorting of tumor
cells and niche cells showed the
following distribution.

Figure 2. eGFP positive and mCherry positive cells
are tumor cells. Niche cells are mCherry positive.
Distal lung cells are eGFP and mCherry negative.

Figure 1. Cells are labeled with eGFP and mCherry. eGFP
positive and mCherry positive cells are tumor cells. Specifics
of the mCherry labeling is shown in the figure.
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